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Human CCNE1 qPCR Primer Pair
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QHO01745S Human CCNE1 gPCR Primer Pair 200X
FEamiE T
» Human CCNE1 qPCR Primer Pair, BIACCNEL qPCR5I¥1*f, TZHTHTSYBR GreenffJqgPCR, One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAFIYIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH %% E B PCRE LM & EPCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—F{EDNAY R MIEFEF, PATOLEBNEF DI RATE RN (PCREREF=YEEN L, qPCRE
FMIFRI T 5 2SYBR GreenF i EHRHEMIREHE, SYBR Greenué Ykl B MR A 7L, JERRIYDNALE &4kl
SYBR Green&s AR PCRISFZEHFIRIPCRY /=) ; MitRET1%(Probe method), WHE#SHFATagManiRErE, MERDE LS
L, TR IR AR K EE A (Quencher) ARIC I DNATREHT M UE IS PCRAGIIY B AR 41 (1,2]0

XTSYBR GreenHGuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHERE, M TSR, R4
f, V8RR, S _RIATERL LRI, qPCREGEREE; RRF5IN—MBAERESMNE T (Span exon junctions), & 1%
ERNHDNA (gDNA)WY[3,4]; RRFINGIWr=RIEEEE, JUFEE TITE ARVNIER; 51N TMEL60°C, K24
I =Y (Amplicon) UK EZ190-160bp, IR = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519)f & A51% (Reverse primer, thFR RilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEMMA400pfBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name cyclin E1
Gene Symbol CCNE1
Synonyms CCNE; pCCNE1
Organism Human
Gene ID 898
UniProt ID P24864

Main Accession No. NM_001238
NM_001238, NM_001322259, NM_001322261, NM_001322262, NM_057182, NM_001238.2,
NM_001238.3, NM_057182.1, BC035498, BC035498.2, BE645164, BQ018270, NM_001238.4
Map Location 19q12

Pathway GPCRs; Notch Signaling; Cell Cycle, Checkpoint Control and DNA Damage
The protein encoded by this gene belongs to the highly conserved cyclin family, whose
members are characterized by a dramatic periodicity in protein abundance through the
cell cycle. Cyclins function as regulators of CDK kinases. Different cyclins exhibit
distinct expression and degradation patterns which contribute to the temporal
coordination of each mitotic event. This cyclin forms a complex with and functions as a
regulatory subunit of CDK2, whose activity is required for cell cycle G1/S transition.
Gene Summary This protein accumulates at the G1-S phase boundary and is degraded as cells progress
through S phase. Overexpression of this gene has been observed in many tumors, which
results in chromosome instability, and thus may contribute to tumorigenesis. This
protein was found to associate with, and be involved in, the phosphorylation of NPAT
protein (nuclear protein mapped to the ATM locus), which participates in cell-cycle
regulated histone gene expression and plays a critical role in promoting cell-cycle
progression in the absence of pRB. [provided by RefSeq, Apr 2016]

Other Accession No.

Amplicon Information
Amplicon Length (bp) | 122
NCBI mRNA ID NM_001238.4




NCBI Protein ID NP_001229.1
Ensembl Transcript ID | ENST00000262643.8
Ensembl Gene ID ENSG00000105173.14
Ensembl mRNA ID CCNE1-201
RS
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QHO01745S Human CCNE1 qPCR Primer Pair 1nmol each
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REFH:
-20°CHR- 17, BHNEIBEHTIEY 704, B E iRl
AREI:
> PCRY YN KER e AR R G EELMIEREAmMAERZER,
> BARARRYS YRR R EELS, (B EBOH TRRIZE(Melt curve) 73t AREY M IR 7M. AR RA —DNafigeh

Sl O LAY IR KR RTSEDNAF VI TmAE), ViR RE —FEa—r=; RIGREHZ L IINE, ZIgsiZgI&, FTREZ S|P

CRRSARRE R . FAEERADNAB L, WAMMEGGE R, BIORE AR SERATS R (No template control, NTC),

BV 7 A 22 B 5 BRASiAR AN R G I L 2H 77, ARAEAE S FLAIJCIAON IRFLIB SR I ZRIN 2 5, FIAIBT R SIS 1 _RiksH T

HIAER Sy 1,

> HRNARREFIEY = Yisgy, WS R ITE #8qPCR Mix,

> AR TEW A RRRPERST A, NMEATIRRZSEEGETT, MEATRELEE S, MEERTEEEEN,
> NTENZEMERE, EEERRTES—XETFERE,

fERAEE:

1. PCRIZMAFRIFIBEHE

a. JFEAEAET, 3000-8000 X g& L1538, DABFF &IN5 1Tk, BEMA400ulEaK, SeEifE FIERSER, R
JE B OHLPE L LR, I35 G ERBWATIES, BI1§400u] 2.5uM eachfJPrimer Mix, #B4li/KifEF{# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RIS PCRIR N AT R & FfIE . SYBR Green qPCR Mix#: e &Rl IES G E T KB LBkEN, #HESEH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fi{54%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bii544%) (D7509).

c. BEFPRUEERIVKAR LIREPCRRMAZR, PAI6FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) 94,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
HL: BEIIYNLIREH0.2-0.5uM each FI3K1G REFIVASTUZCR, WATHRIBIEHAE0.1-1.0uM each i IARES [MH94%
W,
H2: WEDNAEMRELAL-10ng cDNANSEHE, FARFRYMBENRS SER B NEREE B, mEHE "Ik
AR B SO AR TR R, DARERERIENREH 2, RT-PCRIMSFIFICDNA EE/EABARES, HNmaE N2y
PCRZ M AR 10%,
3 9oL R R AR ZR 20], A DURIBSERRSEI TR K, & bBly Reigs/ MR MR R,
4 EBOLE IR BT B,

d. ABmRSERUITIRS SRS MVortexiRs], BB, FRARRETER, #HESHBeyoFuge™ HEA I MFLAR O
(HBHEX, 2500rpm) (E6758)HEATHLHE L)

e. HIREBFHMPCRRMNEHPCRRMRE FHIEERPCRIN L, FTIEEZEPCRRM,

2. PCRIRPIFER::

2 /4 QHO01745 Human CCNE1 qPCR Primer Pair

fEReal-time PCRI M AT TEMRAITIAENE, @HIENISC 2708, B AamGOBMUIE M EK I AIZE5-1050 8, AFEF 2
ABI QuantStudio™ 6 FlexZtwE EPCR{CHHA:

a. WiAEME: 95°C 297 %h;

b. A 95°C 15%);

c. JBK/IEM: 60°C 15-30%);

d. EEFZEDMNH e, BIHA0MEIR;

400-1683301/800-8283301 =z XK/Beyotime



e. MERRENZ AT (RTIE): 95°C 158, 60°C 15F), 95°C 15);
f. BATOEE BPCRIGRHIVR A IHTEE R

E: DLERBAERQPCRR M ASE, NHS%H, KRN AFREMR, 5IWERNSHRRTS R, TRESNR. 517, BRA
BRI E B R ML 6, HRUE ELBBOR S/ N A R EIRNNPIEQPCR, WRRA =4 1%qPCR, HFEEIRK /TN

JE—72°C 30%, BEEEEDED, cMIMATIX—LERILA0MEFAHTA],
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MBXrm:

1. AAZ5194:
] 2 B TR (25
QH00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK gqPCR Primer Pair 200/1000/X
QH00021 Human HMBS gPCR Primer Pair 200/1000/X
QHO00025 Human HPRT1 qPCR Primer Pair 200/1000¢X
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000/X
QH00045 Human PGK1 gPCR Primer Pair 200/1000X
QHO00049 Human PPIA qPCR Primer Pair 200/1000¢X
QH00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000/X
QH00069 Human TBP qPCR Primer Pair 200/1000/X
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QHO00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000X

#: #FEMAHGAPDH, RPLPO. ACTB. TUBBFIB2MfEANZ, HUBX=FTLEM ALK T K, A2 HHPRT1E

RNA18SSTEANS, NIKFHREAISLIRMER, IR [Py a] i [5-6].
2. /NERRZ5IIN

] R (2ES
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QMO00014 Mouse Gapdh gPCR Primer Pair 200/1000/5000{%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000¢X
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QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000/X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000/X
QM00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢%
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000/X
QM00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000/X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000/X

i: #EEEMGapdh, Rplp0. Actb, TubbMIB2mfENANZ, HIMFX =FICiEMELRFRK, A AZIX#HHprt1stRnl8s
TEANZ, MIKBIHER SRR, EiRs Y] =i [5- 6]
3. ZEFZIDNA (gDNA)5 ¥4 (H T gDNATS G ill) :

I s FE AR B3
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR MixZFE# :

ik et (RES
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bhi54%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Ffji54%Y) 1/5/25ml
57507 BeyoFast™ SYBR Green quj) Mix (2X, High ROX, Bjji5%% 1/5/25ml
i
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (Bii542) 100/500¢%X
FASAO011-1pc BeyoGold™ &R IE IR 14/
FSF002 DOEE & PCRABMRE(ABI 7 4E) 207 /A
FSF035-100pcs BeyoGold™ 3 i PCR A ETH I () 1004 /603
FSF039-20pcs BeyoGold™ (e & PCRA SR IR (FE B, 3 157 45) 20/
FSF039-100pcs BeyoGold™»é e & PCRA BRI (B, #1177 48) 100 /604
FTUB325-1box BeyoGold™ qPCR/\BHEE (0.2ml, 25, EHH) 1258 /&
FTUB325-10bxs BeyoGold™ qPCR/\IHFE (0.2ml, V-5, EHH) 125HF/5&, 108 /4
FTUB333 POEE BPCRAIGILIR(ABLFE) 2057 /0%
FTUB384 FOEE FPCRAI384fLAR (ABIS) %5) 2057 /Hu%
FTUB335-1box BeyoGold™Z i &PCRAI6FLAR(0.2ml, JotEid, #EHH) 10N/&
FTUB335-5bxs BeyoGold™z¢ Y& S PCRI96FLAR (0.2ml, FEkRiA, Z@E’H) 104N/&, SE/F
FTUB337-1box BeyoGold™Z¢ )& EPCRA6FLMR (0.2ml, 4814, iEHH) 104N/&
FTUB337-5bxs BeyoGold™# & ®PCRAI6FLIR (0.2ml, 4Rl 73 ) 101N/ &, SE/5
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